SGLT2 inhibitors represent an emerging class of promising antihyperglycemic agents, and a lot of drug candidates are now filed or in phase III clinical trials. During the study of saturated ring-bearing SGLT2 inhibitors Zhao et al., 2011) the title compound was prepared, which is a key intermediate for the synthetic procedure.
The title compound, C 15 H 20 O 2 , crystallizes with two independent molecules of similar geometry in the asymmetric unit. The cyclohexyl ring adopts a chair conformation in each molecule. In the crystal, molecules related by translation are linked into chains along the a axis via weak C-HÁ Á ÁO interactions.
Related literature
For the antihyperglycemic activity of SGLT2 inhibitors, see: Shao et al. (2011) ; Zhao et al. (2011) . For related structures, see: Meng et al. (2012) ; Wang et al. (2011) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrystalClear (Rigaku/MSC, 2009); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
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Figure 1
Two independent molecules of the title compound, with displacement ellipsoids drawn at the 40% probability level. 
(4-Methoxyphenyl)(4-methylcyclohexyl)methanone
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.004 Δρ max = 0.35 e Å −3 Δρ min = −0.18 e Å −3 supplementary materials
Special details Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell e.s.d.'s are taken into account individually in the estimation of e.s.d.'s in distances, angles and torsion angles; correlations between e.s.d.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell e.s.d.'s is used for estimating e.s.d.'s involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0240 (7) 0.0176 (6) 0.0220 (7) 0.0046 (5) 0.0028 (6) 0.0040 (5) C3 0.0187 (7) 0.0193 (6) 0.0270 (7) −0.0002 (5) −0.0017 (5) 0.0042 (5) C4 0.0172 (7) 0.0214 (6) 0.0259 (7) 0.0016 (5) 0.0025 (5) 0.0058 (5) C5 0.0175 (7) 0.0183 (6) 0.0227 (7) 0.0032 (5) 0.0009 (5) 0.0058 (5) supplementary materials sup-5
Acta Cryst. (2012). E68, o2850 C6 0.0173 (7) 0.0178 (6) 0.0263 (7) 0.0000 (5) 0.0012 (5) 0.0035 (5) C7 0.0197 (7) 0.0195 (6) 0.0256 (7) 0.0000 (5) 0.0050 (5) 0.0055 (5) C8 0.0217 (7) 0.0223 (6) 0.0224 (7) 0.0027 (5) 0.0018 (6) 0.0053 (5) C9 0.0182 (7) 0.0279 (7) 0.0197 (7) 0.0013 (5) 0.0024 (5) 0.0022 (5) C10 0.0285 (8) 0.0238 (6) 0.0288 (8) 0.0031 (6) −0.0009 (6) 0.0025 (6) C11 0.0295 (8) 0.0265 (7) 0.0269 (8) 0.0009 (6) −0.0016 (6) −0.0018 (6) C12 0.0243 (7) 0.0334 (7) 0.0189 (7) 0.0012 (6) 0.0026 (6) 0.0001 (6) C13 0.0281 (8) 0.0282 (7) 0.0241 (7) 0.0049 (6) 0.0000 (6) 0.0043 (6) C14 0.0267 (7) 0.0245 (7) 0.0253 (7) 0.0021 (6) −0.0017 (6) 0.0000 (6) C15 0.0362 (9) 0.0414 (8) 0.0234 (8) 0.0020 (7) −0.0038 (6) −0.0001 (6) C16 0.0377 (9) 0.0345 (8) 0.0233 (8) 0.0044 (7) −0.0038 (6) −0.0001 (6) C17 0.0237 (7) 0.0187 (6) 0.0214 (7) −0.0014 (5) 0.0034 (6) 0.0032 (5) C18 0.0194 (7) 0.0209 (6) 0.0240 (7) −0.0002 (5) −0.0025 (5) 0.0057 (5) C19 0.0177 (7) 0.0194 (6) 0.0279 (7) 0.0008 (5) 0.0035 (6) 0.0050 (5) C20 0.0174 (6) 0.0188 (6) 0.0224 (7) −0.0012 (5) 0.0022 (5) 0.0047 (5) C21 0.0184 (7) 0.0227 (6) 0.0236 (7) 0.0008 (5) 0.0004 (5) 0.0064 (5) C22 0.0201 (7) 0.0195 (6) 0.0273 (7) 0.0030 (5) 0.0050 (6) 0.0052 (5) C23 0.0205 (7) 0.0226 (6) 0.0247 (7) 0.0009 (5) 0.0046 (6) 0.0055 (5) C24 0.0196 (7) 0.0244 (6) 0.0209 (7) 0.0009 (5) 0.0041 (5) 0.0022 (5) C25 0.0244 (7) 0.0235 (6) 0.0247 (7) 0.0026 (5) 0.0034 (6) 0.0019 (5) C26 0.0255 (7) 0.0250 (6) 0.0237 (7) 0.0001 (5) 0.0023 (6) −0.0015 (5) C27 0.0245 (7) 0.0298 (7) 0.0208 (7) 0.0002 (6) 0.0033 (6) 0.0012 (6) C28 0.0275 (8) 0.0251 (6) 0.0224 (7) 0.0028 (6) 0.0005 (6) 0.0033 (5) C29 0.0260 (7) 0.0239 (6) 0.0226 (7) −0.0002 (5) 0.0013 (6) 0.0012 (5) 
